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SET AND 



ITGCAGTCCCACTGCCGCAGGAACTGCTCAGGAACCTGCCGGTCTCCGGCT 
.GGGGCTG AGTGC TC AT TC C AGC CGCC TC GGGG A 



TCGCG ATC T AGAAC TAGTGGC ACGGCTCC ' 

GGGACGGTGGCTGGATC AGC TC AAGC C TCC AGGGCCCTGAGGCTG A( 
ACCCGGGC TGGG AGACCCC ATGCCTGGGGGTGAGC C TGGAGCC AGGGC AGTGCGGTG AG AGGC TCCGG AGAG AGGGC TG 
GGCACCACCAGGCTTGGGTGTGTGATGCGCTGCTGGCCCAGGCTACACCCCGACAAGGGACACCGGGG 

AGAGAGACCTCAGAGCAGCCTCCTCCTGCCTC 

CAGTTGCTGCCCCCACCGACAGTCCTCAGTCGCTCCATG ATC^T CCG ACA GCC GGC CCC CTT CCT 

G P A L P P E D P G P D P E ^ ^ ^ CTT TTC «pTG 
GGC CCA GCT CTT CCG CCT GAG GAC CCA GGG CCG GAT ^.gg ^ 

r MGAMQ EGMQ 
S A N I L P V V & R C « CAA GAG GGG ATG CAG 

AGC GCC AAC ATT CTG CCC GTG GTG GAG CGG TGC ATG ggx ^ 

T vrFYYLDEH 
M V K L , R G G S K G £ TAC CTG GAC GAG CAC 

ATG GTG AAG CTG CGT GGC GGC TCC AAG GGC CTG GIG gv*. 

RSC IRWRP S R K N E ^ £ AAG ATC TCC ATC GAC 
CGC TCC TGC ATC CGC TGG AGG CCC TCA CGC AAG AAC GAC aav* 

SIQEVSEGR Q S E V F Q CGC TAC CCT GAC GGC 
TCC ATC CAG GAG GTG AGT GAG GGG CGG CAG TCG GAG GTC TTC 

SFDPNCCFSI Y H G S H R ctg 
AGC TTC GAC CCC AAC TGC TGC TTC AGC ATC TAC CAC GGC AGC CAC G 

LVSTSSEVART W V T G L 
CTG GTC TCC ACC AGC AGC GAG GTG GCG CGC ACC TGG GTC ACT GGC CTG C 

A G I S D E D S L A R * « AGG GAC CAG TGG CTG 

GCC GGC ATC AGC GAC GAG GAC AGC CTG GCT CGC CGC CAG CGG a 

K Q T F D E A D K N G D ftTT ^ QAG qtc 

AAG CAG ACG TTT GAC GAG GCC GAC AAG AAC GGG GAT GGG ^ 

L Q L L H K L N V N L P ^ £ ^ ^, ^ CAG ATG TTC 
CTG CAG CTG CTG CAC AAG CTC AAC GTG AAC CTG CCC CGG 

R E A D T D D H Q G T L £ F ^ * TTC TGT GCC TTC 
AGG GAA GCG GAC ACG GAT GAC CAC CAA GGG ACG CTG GGT 1 



SEQID NO:l 



N 



H 



Y K M M S T R R D L Y £ L M L £ ^ ^ CAC 

TAC AAG ATG ATG TCC ACC CGC CGG GAC CTC TAC CTG CTC AiG 

-tqVEQKMA 

K D H L D A A S L Q R * GAG CAG AAG ATG GCG 

AAG GAC CAC CTG GAT GCC GCC AGC CTG CAG CGC TTC GIG g* 

E P C p E N 
G V T L E S C Q D I I E Q * CCA TGC CCA GAA AAC 

GGT GTG ACC CTC GAG AGC TGC CAG GAC ATC ATC GAG CAG 

KSKGLLGI D G_ ^ ? * TAC A cc AGG AGC CCT GCT GGT 
AAG AGT AAG GGG CTG CTG GGC ATT GAT GGC TTC ACC AAC TAG a 

D I F N P E H H H V H Q D M T Q CTG AGG CAC 

GAC ATC TTC AAC CCT GAG CAC CAC CAT GTG CAC CAG GAC ATG AG 

y F I T S S H N T Y L V * TCC CAQ TCA 

TAC TTC ATC ACC TCG TCC CAC AAC ACC TAC CTC GTG GGT GAC CAG G 

rCRCVEVDC 

R V © H Y A W V L Q A ^ TGC GTG GAG GTG GAC TGC 

CGG GTG GAC ATG TAT GCT TGG GTC CTG CAG GCT GGC rGG u 

hgytltski 

W D G P D G E P I v H H TCC AXC 

TCG GAT GGG CCC GAC GGG GAG CCC ATT GTG CAC CAT GGC TAC ACT C 



10 SEQ IDNO:2 
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p I K N E Y P 410 

L F K D V f " E T I N K Y A GAG TAC CCA 1230 
CTC TTC AAA GAC GTC ATT GAA ACC ATC AAC AAA TAT GCC TTC ATC AA 

GTG ATC CTG TCC ATC gL AAC CAC TGC AGT CTC ATC CAG CAC AAC aL ATC G £c A ™ lS! 

C L TG ACT GAC ATC CTT G.G GAC AAG CTG GAC CTC TCA TCA GTG AGC AGT gL gL g£c A^C 1350 

AC A CTC CCC TCT <L CAG ATG CTC AAG GCC AAG ATC CTC GTG AAG GGG AAG AAG CTC CCA llIS 

^r.T7c:nEDSADE 490 

D A E E G _E V b u ^ 14?a 



GCC AAC ATC AO. GAG G^T GCG GAG gL <£c GAG GTG TCT GAT GAG GAC AGT GCT GAT GAG 

a ctNRKRVE diu 

ATT GAC GAT CAC TGC A C^C CTC AAT GCG GAT OCA TCC ACC AAT CGA AAG COT GTA GAA >«. 

aac act gc^t aag agc aaa ck gat tcc ctc atc aaa gag t!g aac att cio gJc tSt gag ill? 

G.C CCC AAC AAC ,5c TCC CTC Tic ACA CTG TCC CCA TCT GGA AAC CTC GGA CGC AAG KC lUS 

AAG GCT gL GAG CAC GTG GAG tIt GOG GAG GAT GCC c!c GCC ACC aIa CGC AAT cSc c5c xSIS 

CTC A GTG GGA AGC TTC TCC AGG CGC AAG AAG AAG GGC AGC AAG CTG AAG AAG oJg Cc\ ^5 

AGC G V TG GAG GAG GGA GAT GAG cJt CAG GAC TCC CCC gSa CGC CAC AGC CGA cJg Gc\ aJIc 

COG CAG AAG AAG ACC ATG AAG CTG TCC CGG GCC CTC TCT GAC CTG GTG .AG A £ AAG iSIS 

r cqwQVSSF 650 
T?C GTG GCC ACC CAC CAC ATA GAG ATG GAG GCC CCC TCC AGC TOG CAG GTG TCG TCC TTC 

ACC GAG ACC .AG GCC CAC CAG ATT CTG CAG A AAG CCG GCG CAG TAC CTA A TTC AAC ,SS 

PVDSSNYN 690 

CAG CAG CAG CTC TCC CGC ATC TAC CCC TCC TCC TAG CGT GTG GAC TCC AGC AAC TAC AAC ,0,0 

lN YQSEG 710 

P Q ? F W A Q C Q « V ^ ^ TCA GAQ QGG 2130 



P Q P F Jf-r i!r r^C GGC TGC CAA ATG GTT GCC CTG AAC TAC CAG TCA GAG GGG 

CCG CAG CCC TTC TGG AAC GCC GGC «io 

R M L Q L N R A ^ £ ^ GCC AAC GGT GGC TGC GGC TAC GTA CTC 2190 

CGG ATG CTG CAG CTG AAC CGA GCC AAL» i h~ 

e ED pLPG 750 
AAG CCT GGG TGC ATG TGC CAG GGC GTG TTC AAC CCC AAC TCG GAG GAG CCC CTG CCC CGG 

CAG CTC AAG AAG CAG CTC GTG CTC CGG ATC ATC ACT GGC CAG CAG CTT CCC AAG CCG CGC ,11? 

rnPFVEVElI 790 

D S M L G D R G E I I D ^ GAG GTG GAG ATC ATT 2370 

GAC TCC ATG CTG GGG GAC CGT GGG GAG ATC ATC GAC ^ ^ 

G L P V D C S R E Q T R V D ° ^ qqq ttc aac 2430 
GGG CTC CCT GTG GAC TGC AGC AGG GAG CAG ACC CGC GTG GTG «, 

mpEIALVR 830 

P T W E E T L V F 11 ,t 1 r ; G GA G ATC GCG CTG GTC CGC 2490 

CCC ACC TGG GAG GAG ACC CTG GTT TTC ATG GTG CAC ATG CCG GAG ATC ^ 

PL.VWDHDP I G R D * ^ ^ c c %, AGG ACG CTG GCC 2550 
TTC CTC GTC TGG GAC CAC GAT CCC ATC GGG CGT GAC « 

v T E G M E E A S 870 

F S S M M P G Y R H V Y L GAA GAG GCC TCC 2610 

TTC AGC AGC ATG ATG CCA GGC TAC AGA CAC GTG TAC 
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_ qgKVKQALGL 890 

I F V H V A V S D I S G * CTG GGC CTA 2670 

ATC TTC GTG CAT GTG GCT GTC AGT GAC ATC AGC GGT AACj Cic ^ v- 

clDSHAAGR 910 

*L C^C CTC TTC ck CGA GGC CCA AAG CCC C^C TCG CTG GAC AGT CAT GCT GCT GGG CGG 2730 

CCC CC P G GCC CGG CCC TCC G^T AGC CAG do ATC « CGC ACG GCC AGC GCC Cc'g £ 2^0 

AAG AOC CAG AAG CCG GGC CGC AGG GGC TTC CCG GAG CTG GTC CTG GGT ACA CGG GAC ACA 2b|o 

GGC TCC AAG GGG GTG GCA GAC GAT GTG GTG CCC CCC GGG CCC GGA CCT GCT C^G gL g£ C 2^ 

CCA GCC CAG GAG G^G CC P C G^C AGC GGC AGC CC P C CGA GGT AAG GCG CCA GCT GCG G^G GCA 2^0 

t n G P G P A G 1010 

GAG AAG AGC CC P T GTG CGA G^G do CCC do CGT GTC CTG GAC GGC CCC GGG CCT GCT GGG 3030 

ATG GCC GCC ACA TGC ATG AAG TGT G^G GGA TCC TGC GcV G^C G^G AAC ACC GGG £ llll 

-ooqaAIRQ 1050 

CTC CAG AGG GAG CGG CCA CCC AGC CCG GGG CCT GCA AGC AGG CAG GCA GCC ATT CGC CAG 3X50 

oaPCCGLDPHA 1070 

CAG CCC CGG GCC CGG GCT G lc A ck GGG GCC CCC TGC TGT GGC CTG GAC CCT CAC GCT 3210 

ATC CCG GGG AGA AGC AGA GAG GCC CCC AAG GGT CCT GGG G^C TGG AGG CAG GGT CCA £c S5S 

ccpDSPGlPER 1110 

G S G S M S S D S S S e ATC CCC GAA AGG 3330 

GGT AGC GGC TCC ATG TCC TCG GAC TCC AGC AGC CCA GAC ACQ. ^ 

_ n pgALQGEMS 1130 

S P R W P E G A C R y * G GGA GAG ATG AGT 3390 

TCC CCC CGC TGG CCT GAG GGT GCC TGC AGG CAA CCG GGG GCC CTG LAC ec 

^xcckSPMFSAG 1150 

A L F A Q K L E E I R & ^ TTC TCC GCC GGT 3450 

GCC TTG TTT GCT CAA AAG CTG GAG GAG ATC AGG AGT AAA itt 

K P L L P C V V L P H A P G M £ ^ GGG TCA 3510 

AAG CCC CTC TTG CCC TGC GTG GTC CTC CCG CAC GCC CCT ecu *m 

■n ,rc,pRVLVLVALY 1190 

A A A S A W T _V_ J_ ^ ^ rrpr fiTG GTQ GCT CTG TAT 35 70 

W T. A C G P 



CCT GCT GCT GCT TCT GCG tL ACG GTG TCG CCT CGT GTG CTC GTG CTC GTG GCT CTG TAT ^ 

CCG T^G CAC TGT CTC CGT G^C ACT CTG CTC CCT TGG CTT GCC TGT 
CCCCAGCCCTCCTGTCTGAGCTTGAGGCCCTGGGACTTGGGTGGAGCTGGTTTGAGGCCCGACAGGCTGGGAAGAACCA 

GCTGCTCTTGCTGAGGGTCTGGGGCCGGGACTGTGGCCTGACATGCTGGGCCCCTCCGGCTGGGCGCTTCCCCAAACTC 

ACCTCCTGGGCGGCTGGCGACCTGCATGGCCCCTGATGCCTTTCCTGGGACTGGGGGCCATGTACCATCCCATTCCCAC 

CTCCCTCTAGGGCAGGCTCCAGGGGTCCCTACTGGGAAGTCTGATGTGGGCAGGTAGTGCAGCTGCTGGGCGTCTCCTG 

CGCCCCTGGGACGCCTGGAGCCTGCTGAGTGCTGCGTGGAGTAGATTCCCTGGGCCCCAGGGCTTCGCTGCTTTGGGCT 

GAAGCACCCCACTAGAAGGGTGTCTCCTTAGCCTGGAGGGAGGGACATACACGGAGCCCGCCCCACACCACCCTGCCCC 

TCCAGACCCCCCTGACCAAGCTTTCCTTTCTGCCCCCACCCACGCTTGCCTCCGTAGTTAGGAACTGAGAGCGGCGAGT 



GACAGGTAACGGGGCCCAGCCCCG 
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* - >vikeGwLlkks . . . kswkkRyf vLf n . . nvLlyykdskkkpkgsipL seq id NO:4 
+ eG ++k +++++ R+ L ++++++ + + + k+ k +i++ 
32544 44 AMQEGMQMVKLrggS KGLVRFYYLDEhr SCI RWRPSR- KNEKAKI S I 89 

sgc . qvek . pd kncFeirt , dr . . 1 1 llqaeseeer 

+++++V ++ ++ ++ ++++ ++++CF i +++++++1 1 +s+e + 
32544 90 DSIqEVSEgRQsevf qrypdgsf dpNCCFSIYHgSHreSLDLVSTSSEVA 139 

keWvkaiqsair<-* 
+ +Wv+ ++++++ 
32544 140 RTWVTGLRYLMA 151 

Fig. 3 



ry 



*->elkeaFkefDkDgDGkIsfeEfkaalkkl<-* seq id no:5 
lk+ F+e+Dk+gDG +s+ E +++l+kl 
32544 169 WLKQTFDEADKNGDGSLS I GEVLQLLHKL 197 



Fig. 4a 



L *-> e lkeaFkefDk.DgDGkIsfeEfkaalkkl<-* seq id no:6 

'^J ++k++F+e+D++D+ G++ feEf+a+ k+ + 

51 32544 205 RVKQMFREADTdDHQGTLGFEEFCAFYKMM 234 

S Fig. 4b 



*->dmsiPLsHYfisSshntYLtgkQlwGkssvesYrqqLdaGcRcvELD SEQ ID NO:7 
dm +PLsHYfi+SshntYL g+Ql ++s v +Y +L+aGcRcvE D 
32544 323 DMTQPLSHYF I TS SHNT YLVGDQLMSQSRVDMYAWVLQAGCRCVE VD 369 

cwdGkpddepilyHGhtltleiklkdVlealkdfafkPtSpyPvIlSlen 
cwdG pd+epi+* HG+tlt++i++kdV+e+I ++af +y PvIlS+en 
32544 370 CWDG- PDGEPIVHHGYTLTSKI LFKDVI ETINKYAFI - KNEYPVI LS I EN 417 

HcnsddqQrkmakyfkeiFgdmLltkPtldslttepglpLPslkdlrgKI 
Hc++ qQ+kma+y+ +i+gd+L + + +t+ LPs+ +l+gKI 
32544 418 HCSVI -QQKKMAQYLTDILGDKLDLSSVSSEDATT LPSPQMLKGKI 462 

LLknkk<-* 
L+k+kk 

32544 463 LVKGKK 468 



Fig. 5 
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*->ElsnLvnYiqsikFrsFelsGeekntsyeisSFsErkvkakkllkes SEQ id NO:8 
ls+Lv Y +s+ ++ e s ++sSFsE+ ka + 1++ 

32544 621 ALSDLVKYTKSV- -ATHDIE -MEAASSWQVSSFSET- -KAHQILQQK 662 

pvefVkyNkrqLsRvYPkGtRvDSSNfmPqvfWnaGCQmVALNfQTsDlp 
p + ++ n+ qLsR+YP RvDS SN+ + Pq+ f WnaGCQmVALN+ Q+ + 
32544 663 PAQYLRFNQQQLSRIYPSSYRVDSSNYNPQPFWNAGCQMVALNYQSEGRM 712 

mqiNdGmFeyNggqPdGsfksGYlLKPef 1R<-* 
+q+N ++F++Ngg +GY+LKP ++ 

32544 713 LQLNRAKFSANGG CGYVLKPGCMC 73 6 

Fig. 6 



*->LtVtvieArnLpkmDk vngrlsDPYVkvsllgdkkdlkkf kT seq id NO:9 

L+ ++i++++Lpk + + ++ ++ ++DP+V+v+++g+++d ++ +T 
32544 756 LVLRI I SGQQLPKPRDsmlgdRGE - I IDPFVEVE I IGLPVDCSREQT 801 

kwkktNGLNPvWneEtFvFekvplpelasktLrfaVyDedrf srdDf iG 
+w + + G+NP+W Et+vF v++pe+a +rf V+D+d DfiG 
32544 802 RWDDN - GFNPTWE - ETLVFM - VHMPE I AL - - VRFLVWDHDP I G - RDF I G 845 

qvt< - * 
q+t 

32544 846 QRT 848 



Fig. 7 

Query 883 KVKQALGLKGLFLRGPKPGSLDSHAAGRPPARPSVSQRILRRTASAPTKSQKPGRRGFPE 942 

+VKQALGLKGLFLRGPKPGSLDSHAAGRPPARPSVSQRILRRTASAPTKSQKPGRRGFPE 
Sbjct: 101 QVKQALGLKGLFLRGPKPGSLDSHAAGRPPARPSVSQRILRRTASAPTKSQKPGRRGFPE 160 SEQ ID NO: 10 

Query- 943 LVLGTRDTGSKXXXXXXXXXXXXXXXXXXXXXXXXSGSPRGKAPAAVAEKSPVRVRPPRV 1002 

LVLGTRDTGSK SGSPRGKAPAAVAEKSPVRVRPPRV 
Sbjct: 161 LVLGTRDTGSKGVADDWPPGPGPAPEAPAQEGPGSGSPRGKAPAAVAEKS PVRVRPPRV 220 

Query: 1003 LDGPGPAGMAATCMKCWGSCAGVNTGGLQRERPPSPGPASXXXXXXXXXXXXXDSLGAP 1062 

LDGPGPAGMAATCMKCWGSCAGVNTGGLQRERPPSPGPAS DSLGAP 
Sbjct: 221 LDGPGPAGMAATCMKCWGSCAGVNTGGLQRERPPSPGPASRQAAIRQQPRARADSLGAP 280 

Query: 1063 CCGLDPHAIPGRSREAPKGPGAWRQXXXXXXXXXXXXXXXXXXXIPERSPRWPEGACRQP 1122 

CCGLDPHAI PGRSREAPKGPGAWRQ IPERSPRWPEGACRQP 
Sbjct: 281 CCGLDPHAIPGRSREAPKGPGAWRQGPGGSGSMSSDSSSPDSPG IPERSPRWPEGACRQP 340 

Query: 1123 GALQGEMSALFAQKLEEIRSKSPMFSAGKPLLPCVVLPHXXXXXXXXXXXXXXXWTVSPR 1182 

GALQGEMSALFAQKLEEIRSKSPMFSAGKPLLPCWLPH WTVSPR 
Sbjct: 341 GALQGEMSALFAQKLEEIRSKSPMFSAGKPLLPCWLPHAPGMAGPGSPAAASAWTVSPR 400 

Query: 1183 VLVLVALYPWHCLRGTLLPWLACGP 120 7 

VLVLVALYPWHCLRGTLLPWLACGP 
Sbjct: 4 01 VLVLVALYPWHCLRGTLLPWLACGP 425 



Fig. 8 
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Query: 307 SPAGDI FNPEHHHVHQDMTQPLSHYFITSSHNTYLVGDQLMS - QSRVDMYAWVLQAGCRC 365 

SP ++F+PEH VHQDM QPLSHYFI SSHNTYL G+QL S +S V+MY L GCRC 
Sbjct: 2 SPDCNVFDPEHKQVHQDMNQPLSHYFINSSHNTYLTGNQLSSGESSVEMYRQALLKGCRC 61 SEQ ID NO: 11 

Query: 366 VEVDCWDGPDG- -EPIVHHGYTLTSKILFKDVIETINKYAFIKNEYPVILSIENHCSVI - 422 

+E+DCWDG DG EPI + HG+T+T++I FKD +E I ++AF+ +EYPVILS+ENHC 
Sbjct: 62 IELDCWDGKDGDPEPIITHGHTMTTEISFKDCLEAIKEHAFVTSEYPVILSLENHCDSTP 121 

Query: 423 - QQKKMAQYLTDI LGDKL DLSSVSSEDATTLPS PQ 456 

QQ KMA+Y ++ GD L L E LPSP+ 

Sbjct: 122 QQQAKMAEYCKEVFGDMLFTEPLEESPLEPGKELPSPE 159 



Fig. 9a 



Query: 514 KRKLDSLIKESKIRDCEDPNNFSVSTLSPSGKLGRKSKAEEDVESGEDA 562 

KRK+ LIK + + + S K +4-+ + EE+ E G DA 

Sbjct: 162 KRKI - -LIKNKKLKEHSEEKE SEEKKTDEETESEEEDEMGSDA 202 SEQ ID NO:12 



Fig. 9b 



M= Query: 742 PNSEDPLPGQLKKQLVLR 759 

P E P P +LK+ +++ + + 
™ Sbjct: 151 PGKELPSPEELKRKILIK 168 SEQ ID NO: 13 



Fig. 9c 



Query: 41 CMGAMQEGMQMVKLRGGS KGLVRFYYLDEHRS CI RWRP SRKN - EKAKI S I DS I QE VS 96 

C+ MQ+G ++ K+R S R++ LD+ + W P S+K+ EK K I I+E+ , 
Sbjct: 14 CLQFMQKGSELKCTRSNSWKYNRYFTLDDDMQTLVWEPHWFSKKDSEKPKFDISDIKEIR 73 SEQ IDNO:14 

Query: 97 EGRQSEVFQRYPDGSF DP-NCCFSIYHGSH- -RESLDLVSTSSEVARTWVTGLRYLM 150 

G+ +E F R F +P +CCFSI G + ESLDLV+ . S++VA WV+GLRYL+ 

Sbjct: 74 MGKNTETF-RNNGKEFQIQEPEDCCFSI I FGENYFHESLDLVANSADVANIWVSGLRYLV 132 

Query: 151 AGISDEDSLARRQRTRDQWLKQTFDEADKNGDGSLSIGEVLQLLHKLNVNLPRQRVKQMF 210 

+ L Q DQWL++ F +AD+N D +S E LL +NV + + +F 
Sbjct: 133 DYA--KHMLDNYQEQLDQWLREWFQQADRNKDSRMSFREAQNLLKLMNVQMDEEYAFSIF 190 

Query: 211 READ 214 
RE D 

Sbjct: 191 RE CD 194 



Fig. 10 
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Query: 


174 


FDE ADKNGDGS LS I GEVLQLLHKLNVNLPRQRVKQMFREAD - -TDDHQGT-LGFEEFCAF 230 






FDE D +G+G L + + LN L ++ F+E + + + T + E F 


Sbjct : 


2 


FDEFDTDGNGHLDEQTAFKCIKHLNPRLKHHKITNKFKEITIKSKEKERTKITKEHFVDL 61 SEQ ID NO:15 


Query: 


231 


YKMMSTRRDLYLLMLTYSNHKDHLDAASLQRFLQVEQKMAGVTLESCQDI IEQFEPCPEN 2 90 






YK + TR ++Y LM+ YS +KD+LD L FL+ EQ M VT ++C DIIEQ+EPC E 


Sbjct: 


62 


YKELGTRPEVYFLMVQYSKNKDYLDCQDLMLFLETEQGMVHVTEDNCLDI IEQYEPCSEG 121 


Query: 


291 


KS KGLLGI DGFTNY 304 






+ G + IDGFT+Y 


Sbjct : 


122 


RENGWMTIDGFTSY 13 5 



Fig. 11 



. 


Query: 


851 


FSSMMPGYRHVYLEGMEEASIFVHVAVSDISGKVKQALGLKGLFLRGPKPGSLDSHAAGR 


910 








FSS++PGYRHVYLEG+ EASIFVH+ + + + I GK +Q GLKGLF + P+ S ++++ 




m 


Sbjct: 


2 


FSSLVPGYRHVYLEGLTEASIFVHITINEIYGKNRQLQGLKGLFNKNPRHSSSENNS--H 


59 




Query : 


911 


PPARPSVSQRILRRTASAPTKSQKPGRRGFPELV 944 










+ S+ RILRRTASAP K +K + GF E+V 






Sbjct : 


60 


YVRKRSIGDRILRRTASAPAKGRKKSKMGFQEMV 93 





Fig. 12 



